Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.009 Å; R factor = 0.049; wR factor = 0.117; data-to-parameter ratio = 15.0.
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T Table 1 Hydrogen-bond geometry (Å , ). (Yao et al., 1999) . We report herein the crystal structure of the title compound (I).
The asymmetric unit of I (Fig. 1) , contains one half of a molecule of 2,5-dibromoterephthalic acid (DBTA), which is related to the other half by a center of symmetry, and one water molecule. Three neighbouring DBTA molecules are linked through one water molecule by intermolecular O-H···O hydrogen bonds, to form a three dimensional framework.
Experimental
The title compound was prepared according to the method described by Singh & Bedi (1957) . Crystals of (I) suitable for X-ray analysis were obtained by dissolving DBTA (2.0 g) in water (80 ml) and evaporating slowly at room temperature for about 15 d.
Refinement
Anisotropic parameters of the C atoms in the phenyl ring were restrained to have equal components and approximately isotropic behavior. H atoms were positioned geometrically, with O-H = 0.82 (for OH) and 0.85 (for H 2 O) and C-H = 0.93 and 0.96 Å for aromatic and methyl H, respectively, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C/O), where x = 1.2 for aromatic H and x = 1.5 for other H. Figures   Fig. 1 . The molecular structure of (I), showing the atom labelling scheme. Anisotropic displacement parameters are shown at the 50% probability level.
2,5-Dibromoterephthalic acid dihydrate
Crystal data 
Data collection
Enraf-Nonius CAD-4 diffractometer R int = 0.0000
Radiation source: fine-focus sealed tube θ max = 25.2º
Monochromator: graphite θ min = 1.9º 
